KT962996, and KT962997. To infer phylogenetic relationships between P. spinosum and related species, 12 reference sequences of Pythium spp. were retrieved from GenBank. Phytophthora parvispora (CBS 411.96 ) was used as an outgroup. Sequence alignment and phylogenetic analysis, using the neighborjoining method with the Tajima-Nei model, were carried out in MEGA6 (Tamura et al., 2013) . BLAST searches using the ITS rDNA and cox2 gene sequences of the present isolates identified high similarities (99%) with those of P. spinosum. In the phylogenetic tree ( Fig. 3) , the present isolates were grouped with a reference Vol. 22 No. 3 Several species of Pythium, e.g., P. aphanidermatum, P. debaryanum, P. spinosum, and P. ultimum, have been known to cause diseases such as damping-off and root rot on melons (Farr and Rossman, 2014) . In particular, occurrences of damping-off caused by P. spinosum on melon have been previously recorded from Australia and Japan. In Korea, among melon pathogens, P.
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ultimum is associated to Pythium root rot, and Rhizoctonia solani is known to cause damping-off and stem rot on melon (KSPP, 2009 ). To our knowledge, this is the first report of damping-off associated with P. spinosum on melon seedlings in Korea. The disease has the potential to cause considerable yield loss of melons in greenhouses, particularly nurseries, not only in Korea but also throughout the world.
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